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The Protein Data Bank (PDB) is the single global archive of atomic-level, three-dimensional structures of
biological macromolecules determined experimentally. The archive is maintained as a global public good by
the wwPDB, an international organization established in 2003 by three founding partners: RCSB PDB, PDBe,
and PDBj. Subsequently, the BMRB and the EMDB joined as method-focused data centers in 2006 and 2021,
respectively. In 2022, PDBc¢ became the first Associate Member. All partners adhere to the FAIR principles,
ensuring that archived data are freely available under the CC0O 1.0 Universal License. Now we are also
advancing efforts to establish a federated archive framework for coordinating with pertinent data resources,
including, for example, SASBDB and PRIDE that are relevant to archiving of complex macromolecular
structures determined using integrative or hybrid methods.



